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Transcriptome-Wide Annotation of m5C RNA Modifications Using Machine
Learning.
Frontiers in Plant Science. Song J(1st)

Predicting early-onset COPD risk in adults aged 20-50 using electronic health
records and machine learning

Peerd. Song J(CA).

PEA: an integrated R toolkit for plant epitranscriptome analysis
Bioinformatics. Song J(2nd).

deepEA: a containerized web server for interactive analysis of epitranscriptome
sequencing data

Plant Physiology. Song J(2nd).

Evolution of the RNA N6-methyladenosine methylome mediated by genomic
duplication
Plant Physiology. Song J(4th)

A Deep Convolutional Neural Network Approach for Predicting Phenotypes from
Genotypes
Planta. Song J(3rd).

miRLocator: A python package and web server for predicting miRNAs from pre-
miRNA sequences

Methods in Molecular Biology. Song J(4th).



